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SEQUENCE LISTING ^ £7 

<110> KATO, Seishi * Tx A QQ$y 
SEKINE, Shingo ^ 

YAMAGUCHI, Tomoko 

<120> HUMAN MEMBRANE ANTIGEN TM4 SUPERFAMILY PROTEIN AND DNA 
ENCODING THIS PROTEIN 

<130> 2003-0907/WMC/01791 

<140> 10/608,388 
<141> 2003-06-30 

<150> 059571/1996 
<151> 1996-03-15 

<160> 2 

<170> Patenln version 2.0 

<210> 1 
<211> 759 
<212> DNA 

<213> Nucleic acid 
<400> 1 

atg ggc cag tgc ggc ate acc tec tec aag acc gtg ctg gtc ttt etc 48 

Met Gly Gin Cys Gly lie Thr Ser Ser Lys Thr Val Leu Val Phe Leu 
15 10 15 

aac etc ate ttc tgg ggg gca get ggc att tta tgc tat gtg gga gee 96 

Asn Leu lie Phe Trp Gly Ala Ala Gly lie Leu Cys Tyr Val Gly Ala 
20 25 30 

tat gtc ttc ate act tat gat gac tat gac cac ttc ttt gaa gat gtg 144 

Tyr val Phe lie Thr Tyr Asp Asp Tyr Asp His Phe Phe Glu Asp val 
35 40 45 

tac acg etc ate cct get gta gtg ate ata get gta gga gee ctg ctt 192 

Tyr Thr Leu lie Pro Ala val val lie lie Ala Val Gly Ala Leu Leu 
50 55 60 

ttc ate att ggg eta att ggc tgc tgt gee aca ate egg gaa agt cgc 240 

Phe lie lie Gly Leu lie Gly Cys Cys Ala Thr lie Arg Glu ser Arg 
65 70 75 80 

tgt gga ctt gee acg ttt gtc ate ate ctg etc ttg gtt ttt gtc aca 288 

cys Gly Leu Ala Thr Phe val He lie Leu Leu Leu val Phe val Thr 
85 90 95 

1 



gaa gtt gtt gta gtg gtt ttg gga tat gtt tac aga gca aag gtg gaa 



336 



Glu val val val Val val Leu Gly Tyr Val Tyr Arg Ala Lys val Glu 
100 105 110 

aat gag gtt gat cgc age att cag aaa gtg tat aag acc tac aat gga 



384 



Asn Glu val Asp Arg Ser lie Gin Lys val Tyr Lys Thr Tyr Asn Gly 
115 120 125 

acc aac cct gat get get age egg get att gat tat gta cag aga cag 



432 



Thr Asn Pro Asp Ala Ala Ser Arg Ala lie Asp Tyr Val Gin Arg Gin 
130 135 140 

ctg cat tgt tgt gga att cac aac tac tea gac tgg gaa aat aca gat 



480 



Leu His Cys Cys Gly lie His Asn Tyr Ser Asp Trp Glu Asn Thr Asp 
145 150 155 160 

tgg ttc aaa gaa acc aaa aac cag agt gtc cct ctt age tgc tgc aga 



528 



Trp Phe Lys Glu Thr Lys Asn Gin Ser val Pro Leu Ser Cys Cys Arg 
165 170 175 

gag act gec age aat tgt aat ggc age ctg gee cac cct tec gac etc 



576 



Glu Thr Ala Ser Asn Cys Asn Gly Ser Leu Ala His Pro ser Asp Leu 
180 185 190 

tat get gag ggg tgt gag get eta gta gtg aag aag eta caa gaa ate 



624 



Tyr Ala Glu Gly Cys Glu Ala Leu Val Val Lys Lys Leu Gin Glu He 
195 200 205 

atg atg cat gtg ate tgg gee gca ctg gca ttt gca get att cag ctg 



672 



Met Met His val lie Trp Ala Ala Leu Ala Phe Ala Ala lie Gin Leu 
210 215 220 

ctg ggc atg ctg tgt get tgc ate gtg ttg tgc aga agg agt aga gat 



720 



Leu Gly Met Leu Cys Ala Cys He Val Leu Cys Arg Arg Ser Arg Asp 
225 230 235 240 

cct get tac gag etc etc ate act ggc gga acc tat gca 



759 



Pro Ala Tyr Glu Leu Leu lie Thr Gly Gly Thr Tyr Ala 
245 250 

<210> 2 
<211> 1722 
<212> DNA 



<213> Homo sapiens 



<400> 2 

acttgctggg gtcggggctg cgcgacggcg caggggctgc ggggagcgcc gcgcaggccg 60 

tgcagttcct agcgaggagg cgccgccgcc attgccgctc tctcggtgag cgcagccccg 120 

ctctccgggc cgggccttcg cgggccaccg gcgcc atg ggc cag tgc ggc ate 173 

Met Gly Gin Cys Gly lie 
1 5 

acc tec tec aag acc gtg ctg gtc ttt etc aac etc ate ttc tgg ggg 221 

Thr Ser Ser Lys Thr val Leu Val Phe Leu Asn Leu lie Phe Trp Gly 
10 15 20 

gca get ggc att tta tgc tat gtg gga gee tat gtc ttc ate act tat 269 

Ala Ala Gly lie Leu Cys Tyr val Gly Ala Tyr val Phe lie Thr Tyr 
25 30 35 

gat gac tat gac cac ttc ttt gaa gat gtg tac acg etc ate cct get 317 

Asp Asp Tyr Asp His Phe Phe Glu Asp val Tyr Thr Leu lie Pro Ala 
40 45 50 

gta gtg ate ata get gta gga gee ctg ctt ttc ate att ggg eta att 365 

val val lie lie Ala val Gly Ala Leu Leu Phe lie lie Gly Leu lie 
55 60 65 70 

ggc tgc tgt gee aca ate egg gaa agt cgc tgt gga ctt gee acg ttt 413 

Gly Cys Cys Ala Thr lie Arg Glu Ser Arg Cys Gly Leu Ala Thr Phe 
75 ~ 80 85 

gtc ate ate ctg etc ttg gtt ttt gtc aca gaa gtt gtt gta gtg gtt 461 

val lie lie Leu Leu Leu val Phe Val Thr Glu val val val val val 
90 95 100 

ttg gga tat gtt tac aga gca aag gtg gaa aat gag gtt gat cgc age 509 

Leu Gly Tyr val Tyr Arg Ala Lys Val Glu Asn Glu val Asp Arg Ser 
105 110 115 

att cag aaa gtg tat aag acc tac aat gga acc aac cct gat get get 557 

lie Gin Lys val Tyr Lys Thr Tyr Asn Gly Thr Asn Pro Asp Ala Ala 
120 125 130 

age egg get att gat tat gta cag aga cag ctg cat tgt tgt gga att 605 

3 



Ser Arg Ala lie Asp Tyr val Gin Arg Gin Leu His Cys Cys Gly lie 

135 140 ~ 145 " * 150 

cac aac tac tea gac tgg gaa aat aca gat tgg ttc aaa gaa acc aaa 653 

His Asn Tyr Ser Asp Trp Glu Asn Thr Asp Trp Phe Lys Glu Thr Lys 
155 160 165 

aac cag agt gtc cct ctt age tgc tgc aga gag act gec age aat tgt 701 

Asn Gin Ser val Pro Leu Ser Cys Cys Arg Glu Thr Ala Ser Asn Cys 
170 175 ~ 180 

aat ggc age ctg gee cac cct tee gac etc tat get gag ggg tgt gag 749 

Asn Gly Ser Leu Ala His Pro Ser Asp Leu Tyr Ala Glu Gly Cys Glu 

185 190 195 

get eta gta gtg aag aag eta caa gaa ate atg atg cat gtg ate tgg 797 

Ala Leu val val Lys Lys Leu Gin Glu lie Met Met His Val lie Trp 

200 205 210 

gee gca ctg gca ttt gca get att cag ctg ctg ggc atg ctg tgt get 845 

Ala Ala Leu Ala Phe Ala Ala lie Gin Leu Leu Gly Met Leu Cys Ala 

215 220 225 ' 230 

Tgc ate gtg ttg tgc aga agg agt aga gat cct get tac gag etc etc 893 

Cys lie val Leu Cys Arg Arg ser Arg Asp Pro Ala Tyr Glu Leu Leu 

235 " ~ 240 245 

ate act ggc gga acc tat gca tagttgacaa ctcaagcctg agcttt 940 

lie Thr Gly Gly Thr Tyr Ala 
250 



ttggtcttgt 


tctgatttgg 


aaggtgaatt 


gagcaggtct 


gctgctgttg 


gectctggag 


1000 


ttcatttagt 


taaagcacat 


gtacactggt 


gttggacaga 


gcagcttggc 


ttttcatgtg 


1060 


cccacctact 


tacctactac 


ctgcgacttt 


ctttttcctt 


gttctagctg 


actcttcatg 


1120 


cccctaagat 


tttaagtacg 


atggtgaacg 


ttctaatttc 


agaaccaatt 


gcgagtcatg 


1180 


tagtgtggta 


gaattaaagg 


aggacacgag 


cctgcttctg 


ttacctccaa 


gtggtaacag 


1240 


gaetgatgee 


gaaatgtcac 


caggtccttt 


cagtcttcac 


agtggagaac 


tcttggccaa 


1300 


aggtttttgc 


ggggaggagg 


aggaaaccag 


ctttctggtt 


aaggttaaca 


ccagatggtg 


1360 


cccctcattg 


gtgtcctttt 


aaaaaatatt 


tactgtagtc 


caataagata 


gcagctgtac 


1420 


aaaatgacta 


aaatagattg 


taggatcata 


tggegtatat 


cttggttcat 


cttcaaaatc 


1480 


agagactgag 


ctttgaaact 


agtggttttt 


aatcaaagtt 

A 


ggctttatag 


gaggagtata 


1540 



atgtatgcac tactgtttta aaagaattag tgtgagtgtg tttttgtatg aatgagccca 1600 

ttcatggtaa gtcttaagct tgttggaaat aatgtgccca tgtagactag caaaatagta 1660 

tgtagatgtg atctcagttg taaatagaaa aatctaattc aataaactct gtatcagccc 1720 

cc 1722 



5 



